A computer model for time-based simulation of electrophoresis systems with freely defined initial and boundary conditions.
A PC-based program has been developed that allows the user to perform one-dimensional computer simulations of electrophoresis systems with freely definable initial- and boundary conditions. The program can handle n constituents with n pK-values and calculates constituent concentrations and derived parameters as a function of time. Results are displayed graphically on screen and are stored as data files for graphical hard-copy processing.